
Medium/Late Soybean Test

Locations: 10
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ET-4732E3 3.3 29.6 50.6 90.1 87.7 115.9 73.1 54.1 90.5 94.0 58.9 74.5 11.2 1.2 1.0 122%

AGI 1736AE 3.6 36.4 39.8 78.9 73.7 96.4 56.4 46.1 84.5 89.9 61.3 66.3 11.6 1.1 1.0 109%

EXPML52 3.8 40.3 42.2 83.9 70.2 78.6 66.9 46.7 81.4 88.3 63.4 66.2 11.2 1.3 1.0 108%

AGI 1737AE 3.7 28.8 37.9 79.3 76.3 104.2 58.5 50.1 76.8 87.3 61.0 66.0 11.2 1.1 1.0 108%

IS 4621E3S/AGI 3746AE/ET-

3746E3S 4.6 23.7 37.6 75.5 88.8 76.0 73.1 42.8 75.5 94.5 69.7 65.7 11.2 1.2 1.0 108%

IS 3188E3S/ET-3731E3S 3.1 46.2 28.7 85.0 90.0 66.1 53.5 41.4 72.6 124.7 44.1 65.2 11.2 1.0 1.0 107%

IS 3308E3S 3.3 21.2 41.7 76.4 90.8 76.1 61.3 51.2 86.6 86.3 53.3 64.5 10.9 1.0 1.0 106%

EXPML47 3.1 33.2 40.2 81.2 74.7 61.3 67.2 48.5 87.9 94.1 55.3 64.4 11.1 1.2 1.0 106%

EXPML42 3.9 38.2 46.0 81.0 84.7 80.6 59.7 44.8 80.1 91.4 36.9 64.4 11.2 1.1 1.0 106%

EXPML24 4.3 29.4 44.3 87.0 84.6 70.5 73.8 43.1 78.0 86.2 45.2 64.2 11.1 1.2 1.0 105%

EXPML28 4.0 34.0 40.8 82.8 79.8 59.8 66.6 43.7 73.7 104.3 55.7 64.1 11.2 1.1 1.0 105%

EXPML41 3.8 43.9 31.7 72.3 82.3 79.7 70.7 46.9 67.3 82.8 60.4 63.8 11.5 1.1 1.0 105%

EXPML27 3.4 38.6 55.7 77.0 81.6 71.3 58.1 45.5 74.9 87.5 45.9 63.6 10.9 1.1 1.0 104%

EXPML21 3.8 32.9 42.3 87.2 79.8 86.4 56.9 51.0 78.2 77.1 43.3 63.5 11.0 1.0 1.0 104%

IS 3537E3/ET-3735E3 3.5 41.1 29.4 85.9 85.5 73.8 52.2 43.5 83.8 83.9 55.9 63.5 11.3 1.0 1.0 104%

AGI 1734AE 3.4 25.6 39.0 76.1 81.5 91.0 53.3 49.3 76.4 84.4 57.2 63.4 11.3 1.2 1.0 104%

EXPML40 3.7 33.0 38.3 81.0 68.5 86.0 57.9 42.3 76.5 87.6 62.6 63.4 11.2 1.1 1.0 104%

EXPML38 3.6 38.0 32.9 70.5 95.3 75.2 66.5 51.1 75.0 86.9 41.8 63.3 11.3 1.2 1.0 104%

IS 4324E3/AGI 0743AE 4.3 22.1 48.2 69.4 73.5 74.7 68.6 44.8 75.1 96.6 57.9 63.1 11.1 1.3 1.0 103%

IS 3961E3S 3.9 42.4 41.3 84.8 79.4 76.8 70.0 45.8 67.2 81.8 40.8 63.0 11.1 1.0 1.0 103%

EXPML39 4.1 25.7 38.2 78.2 77.4 81.9 55.0 42.1 88.5 90.0 52.6 63.0 11.1 1.2 1.0 103%

EXPML44 4.4 44.7 44.5 83.3 46.4 75.0 66.6 51.5 77.6 83.8 52.9 62.6 11.4 1.4 1.0 103%

EXPML53 3.1 32.5 40.6 80.5 69.0 66.9 47.3 46.2 79.9 106.8 56.2 62.6 11.0 1.3 1.0 103%

EXPML60 3.4 28.8 40.8 68.4 80.9 76.5 56.6 58.4 66.1 95.0 53.9 62.5 11.3 1.1 1.0 103%

EXPML36 4.6 40.1 35.5 86.4 76.9 64.7 64.3 44.6 72.2 86.2 53.6 62.4 11.0 1.1 1.0 102%

EXPML29 4.2 33.7 46.8 70.3 89.5 62.0 66.3 42.5 77.9 82.0 52.9 62.4 11.3 1.1 1.0 102%

IS 3371E3/AGI 0733AE/ET-

0733E3 3.3 30.2 37.2 84.1 87.7 82.2 54.4 48.1 69.7 82.7 47.6 62.4 11.4 1.2 1.0 102%

EXPML57 2.9 31.1 34.7 78.5 81.2 69.5 55.3 42.1 76.1 95.2 59.2 62.3 11.3 1.2 1.0 102%

EXPML30 4.3 19.6 48.5 73.5 85.2 71.5 59.4 39.5 68.4 93.0 64.3 62.3 11.2 1.2 1.0 102%

IS 3307E3S/ET-3733E3S 3.3 15.6 32.1 83.0 83.8 70.9 74.4 47.1 76.9 86.4 52.2 62.2 11.5 1.1 1.0 102%

EXPML34 4.2 28.0 50.4 78.1 61.8 69.4 65.5 47.4 70.7 88.0 62.8 62.2 11.2 1.4 1.0 102%

AGI 1732AE 3.2 30.7 43.9 62.2 72.7 97.3 65.5 52.5 75.4 70.0 51.5 62.2 11.4 1.1 1.0 102%

AGI 1738AE 3.9 17.2 35.8 81.8 86.9 80.2 67.9 48.4 60.1 89.5 53.4 62.1 10.6 1.1 1.0 102%



EXPML46 ? 17.6 44.1 73.7 82.2 79.2 58.8 47.3 83.0 84.8 49.5 62.0 10.8 1.1 1.0 102%

EXPML35 4.5 29.2 33.6 74.1 76.1 82.1 62.9 39.9 72.0 92.5 57.6 62.0 11.3 1.2 1.0 102%

IS 3994E3/AGI 9739AE 3.9 32.0 38.8 62.7 78.1 84.7 62.7 48.3 59.0 84.4 62.6 61.3 10.9 1.0 1.0 101%

EXPML12 3.6 35.8 46.8 86.9 61.2 73.7 51.3 45.6 78.4 86.1 47.0 61.3 11.0 1.1 1.0 100%

EXPML45 4.5 35.7 43.6 80.4 48.6 71.4 69.6 43.9 77.7 91.1 50.6 61.3 11.5 1.5 1.1 100%

EXPML50 3.0 31.5 47.1 75.6 76.3 81.1 56.3 45.9 65.4 79.4 52.3 61.1 11.0 1.0 1.0 100%

IS 3958E3S/ET-3739E3S 3.9 15.0 44.0 71.4 77.9 66.5 67.4 48.3 72.2 90.8 56.7 61.0 11.3 1.2 1.0 100%

EXPML11 3.4 28.9 47.4 67.2 76.1 77.3 57.6 39.0 77.1 84.3 55.3 61.0 11.3 1.0 1.0 100%

AGI 3740AE 4.0 20.9 34.6 79.1 69.6 83.1 55.1 44.8 69.8 92.3 59.7 60.9 11.1 1.2 1.0 100%

EXPML25 3.2 22.6 38.5 75.8 80.3 65.5 62.1 48.4 74.7 84.8 52.8 60.6 11.5 1.0 1.1 99%

AGI 3734AE 3.4 39.2 31.6 83.2 81.9 69.4 54.1 47.2 62.2 81.9 53.2 60.4 10.8 1.1 1.0 99%

AGI 3729AE 2.9 25.3 36.0 72.9 75.4 76.3 48.8 46.7 80.4 103.2 38.7 60.4 10.9 1.2 1.0 99%

EXPML32 3.0 24.2 43.7 75.7 81.0 64.2 73.4 39.4 77.7 82.9 41.4 60.4 10.9 1.1 1.0 99%

EXPML33 3.2 29.9 41.0 70.4 78.8 60.1 57.6 40.9 87.8 83.1 49.1 59.9 11.1 1.1 1.0 98%

EXPML37 3.3 13.0 34.5 77.2 77.2 70.4 56.4 49.3 77.1 92.0 50.6 59.8 11.1 1.2 1.0 98%

AGI 3738AE 3.9 30.3 34.2 65.7 75.4 69.3 63.5 42.3 71.8 90.7 54.5 59.8 10.9 1.1 1.0 98%

IS 2904E3S/ET-3729E3S 3.0 22.9 27.6 75.8 81.9 64.3 60.8 46.1 75.1 91.4 49.6 59.5 11.0 1.1 1.0 98%

EXPML18 3.5 29.8 34.7 81.3 71.5 76.6 41.3 45.0 84.3 81.3 47.6 59.3 11.4 1.1 1.0 97%

EXPML49 2.9 13.8 41.3 80.1 60.3 73.3 54.0 48.5 77.0 86.0 50.3 58.5 10.8 1.2 1.0 96%

EXPML43 4.3 34.2 32.5 75.6 75.2 63.7 49.9 44.6 76.6 89.1 39.4 58.1 11.3 1.2 1.0 95%

EXPML58 3.0 29.1 29.7 76.8 69.3 68.5 51.7 44.9 78.9 83.0 48.1 58.0 11.3 1.1 1.0 95%

AGI 1729AE 2.9 23.3 39.2 68.9 73.0 78.8 54.5 44.6 75.9 68.8 46.4 57.3 11.2 1.1 1.0 94%

EXPML5 3.6 30.5 34.8 68.9 73.3 80.3 46.9 45.8 72.7 78.0 37.2 56.8 11.3 1.0 1.0 93%

EXPML54 3.3 30.8 39.8 71.1 54.7 84.0 43.1 43.4 70.2 77.3 53.1 56.8 11.1 1.2 1.0 93%

IS 3702E3S 3.7 30.4 26.5 77.4 73.8 67.2 55.5 45.3 66.7 75.7 42.5 56.1 11.3 1.1 1.0 92%

EXPML59 3.2 17.3 41.5 70.0 63.5 77.4 55.8 38.1 72.4 83.8 38.8 55.9 11.3 1.2 1.0 92%

EXPML51 3.4 44.7 30.3 57.8 86.7 39.8 42.6 78.1 65.4 55.7 10.7 1.4 1.0 91%

CkMn

NonCkMn 61.0 11.3 1.1 1.0 100%

LSD(.01) 5.2 0.3 0.2 0.1

LSD(.05) 4.0 0.2 0.2 0.0

LSD(.10) 3.3 0.2 0.1 0.0

CVErr 9.8 3.2 19.2 7.1

CVExL 12.4 3.5 25.5 8.4

SigEnt 0.0 0.0 0.3 0.7

SigLoc 0.0 0.0 0.0 0.0

Total Reps 28.0 28.0 28.0 28.0


